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8. Other outreach efforts, such as congressional visits, public lectures, or 

participation in public hearings 
 

Wikipedia:  http://en.wikipedia.org/wiki/Genetic_monitoring  
 
Genetic Monitoring for Managers: 
 

This website provides natural resource managers with current knowledge about 
genetic monitoring (GeM), and gives examples of how genetic methods have been 
used to meet a variety of monitoring objectives. We describe proper techniques for 
collecting and archiving genetic material and provide practical information on criteria 
for selecting a laboratory to conduct genetic analyses. The glossary and references are 
geared toward managers who do not have a genetics background. 

 
 http://alaska.fws.gov/gem/mainPage_1.htm 
 
 
 
 
 
 
 
 
 


